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Fig. S7. Relative accumulation of miRNA guide strands in virus-infected Nicotiana
benthamiana plants. Shown are the relative miRNA levels of miR162, miR168 and miR403
guide strands at 2 dpi (A) and 4 dpi (B). Experiments were done in three repetitions. Note
that the levels of miR168 were detectably higher in leaves infected with the p19-expressing
virus (CymRSV) in comparison to Cym19stop infected leaves. This was not the case with

miR162 and miR403.



